Mer gi ng Revi sed Weights into Existing NHES Data Fil es

Data files for NHES: 1999 that were downl oaded or shipped prior to June 1st, 2001
contai n weights that have subsequently been adjusted and need to be replaced. To
create a systemfile containing the only revised weights, you will need to

downl oad the revised full ASCII data file and corresponding set-up file that
extracts only the corrected wei ghts and other variabl es necessary for nerging
into a SPSS, SAS or Stata systemfile. O d weights should be dropped from

exi sting analysis files and the new wei ghts nmerged in as replacenments. Merging
bet ween your analysis files and the new weight file should be done using the
variable BASM D as the match or key variable. The follow ng exanples
denonstrate how to nerge preexisting analysis files with the files containing
the new wei ghts using SAS, SPSS and Stata for the AE-NHES: 1999, Parent-

NHES: 1999, and Yout h- NHES: 1999, respectively:

AE- NHES: 1999
SAS code for nmerging analysis and weight files:

DATA ANALYSI S ( DROP=FAWI FAW'1- FAWI80) ;
SET anal ysis_fil enane;
RUN;

PROC SORT DATA=ANALYSI S;
BY BASM D
RUN;

PROC SORT DATA=wei ght _fil enane;
BY BASM D
RUN;

DATA MERGED

MERGE ANALYSI S wei ght _fil enane;
BY BASM D

RUN;

SPSS code for merging analysis and weight files:

GET FILE = "analysis file' /DROP=FAWI TO FAWI80.
SORT CASES BY BASM D.
SAVE OUTFILE = ' TEMP

GET FILE = "weight_filenane'.
SORT CASES BY BASM D.
SAVE OUTFILE = ' TEMP2' .

MATCH FILES FILE = ' TEM /FILE = ' TEMP2'
/ BY BASM D.
SAVE OUTFI LE = ' MERGED .

Stata code for nmerging analysis and wei ght files:
use "weights file", clear

sort BASM D
save "weights file", replace



use "analysis file", clear
drop FAWI FAWI1- FAWI80

sort BASM D

save "analysis file", replace

mer ge BASM D using "weights file"
ta _nerge
drop _nerge

Par ent - NHES: 1999
SAS code for nerging anal ysis and wei ght files:

DATA ANALYSI S ( DROP=FPWI' FPWI'1- FPWI80) ;
SET anal ysis_fil enane;
RUN;

PROC SORT DATA=ANALYSI S;
BY BASM D
RUN;

PROC SORT DATA=wei ght _fil enane;
BY BASM D
RUN;

DATA MERGED:

MERGE ANALYSI S wei ght _fil enane;
BY BASM D

RUN;

SPSS code for nerging analysis and weight files:

GET FILE = "analysis file' /DROP=FPWI TO FPWI80.
SORT CASES BY BASM D.
SAVE OUTFI LE = ' TEMP

GET FILE = 'weight_filenane'.
SORT CASES BY BASM D.
SAVE OUTFI LE = ' TEMP2' .

MATCH FILES FILE = ' TEM [FILE = ' TEMP2'
/ BY BASM D.
SAVE OUTFI LE = ' MERGED' .

Stata code for nerging analysis and weight files:

use "weights file", clear
sort BASM D
save "weights file", replace

use "analysis file", clear
drop FPWI FPWI'1l- FPWI80

sort BASM D

save "analysis file", replace

merge BASM D using "weights file"



ta _nmerge
drop _nerge

Yout h- NHES: 1999
SAS code for nerging analysis and weight files:

DATA ANALYSI S ( DROP=FYWI' FYWI'1l- FYWI80) ;
SET anal ysis_fil enamne;
RUN;

PROC SORT DATA=ANALYSI S;
BY BASM D
RUN;

PROC SORT DATA=wei ght _fil enane;
BY BASM D
RUN;

DATA MERGED

MERGE ANALYSI S wei ght _fil enane;
BY BASM D

RUN;

SPSS code for nerging analysis and wei ght files:

GET FILE = "analysis file' /DROP=FYWI TO FYWI80.
SORT CASES BY BASM D.
SAVE QUTFI LE = ' TEMP

GET FILE = "weight_filenane'.
SORT CASES BY BASM D.
SAVE OUTFI LE = ' TEMP2' .

MATCH FILES FILE = ' TEM [FILE = ' TEMP2'
/ BY BASM D.
SAVE QUTFI LE = ' MERGED .

Stata code for nmerging analysis and weight files:

use "weights file", clear
sort BASM D
save "weights file", replace

use "analysis file", clear
drop FYWI' FYWI'1- FYWI'80

sort BASM D

save "analysis file", replace

mer ge BASM D using "weights file"
ta _nerge
drop _nerge



